Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; R factor = 0.039; wR factor = 0.109; data-to-parameter ratio = 15.4.
Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x; Ày þ 1 2 ; z þ 1 2 ; (ii) x; Ày þ 1 2 ; z À 1 2 .
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL, PARST (Nardelli, 1995) and PLATON (Spek, 2009). MSMY, BMY and NN acknowledge Universiti Malaysia Terengganu, Universiti Kebangsaan Malaysia and the International Islamic University Malaysia for facilities and funding to support the synthetic part of this work.
Figure 1
The content of asymmetric unit of the title compound showing the atomic numbering and 40% probability displacement ellipsoids. Dashed lines denote hydrogen bonds.
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Figure 2
The molecular packing viewed down the b axis. Dashed lines denote N-H···S interactions. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
1-(4-Chlorobutanoyl)-3-(2-chlorophenyl)thiourea

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 −0.02869 (4) −0.00674 (6) 
